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5.1 UNIT OVERVIEW

Learning Objectives

- Identify key genomic approaches utilized in nursing research and their relevance to patient
care.

- Explore barriers to achieving diversity in genomics research and strategies for equitable and
inclusive participation.

- Qutline the ethical, legal, and social challenges associated with genomic research, with a
focus on informed consent, privacy, and inclusion of diverse populations.

- Explain how strategic plans like CIHR's Sequencing our Future shape research priorities and
funding decisions.

« Describe practical examples of knowledge translation (KT) and knowledge mobilization (KM)
outputs.

Outline

Topics covered in this chapter include:

* Genomic research in nursing

* Human genetic research in Canada and Internationally
* Research priorities and funding

* Knowledge translation and mobilization

* Scholarly Posters
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Competencies Nurses will Develop in this Chapter

ANA (2023):
Identification:
* Identifies ethical, ethnic or ancestral, cultural, religious, legal, fiscal, and societal issues related to genomic
information and technologies.

* Recognizes issues that undermine the rights of all clients for autonomous, informed genomic-related

decision-making and voluntary action.
Provision of education, care, and support:

* Advocates for autonomous, informed genomic-related decision-making.

* Evaluates the impact and effectiveness of genomic interventions on clients’ outcomes.

NHS (2023):

Advocate for the rights of all individuals to make informed decisions and act
voluntarily:

* ensuring that the consent process is person centred; and

* promoting and supporting equitable access to genomic services.

Apply knowledge, understanding and context of genomic testing and
information to underpin care and support for individuals and families prior
to, during and following decision-making:

* incorporating awareness of the ethical, legal and social issues related to testing, recording, sharing and

storage of genomic information and data.
Examine your own competency of practice on a regular basis:
* recognizing areas where professional development related to genomics would be beneficial; and

* maintaining awareness of clinical developments in genomics that are likely to be of most relevance to your

area of practice, seeking further information on a case-by-case basis.

Obtain and communicate reliable, current information about genomics, for
self, patients, families and colleagues:

* using information technologies and other information sources effectively to do so; and

* applying critical appraisal skills to assess the quality of information accessed.



299 | 51 UNIT OVERVIEW

Key terminology

Candidate gene analysis

The term candidate gene refers to a gene that is believed to be related to a particular trait,
such as a disease or a physical attribute. Because of its genomic location or its known
function, the gene is suspected to play a role in that trait, thus making it a candidate for
additional study. Candidate Gene. The more you know about a trait the better job you can
do selecting a candidate gene for further study. For instance, if you're studying the genetics
of body size, genes that control bone growth, lipid processing, and insulin growth factors are
all excellent candidate genes.

Genome-wide association study (GWAS)

A genome-wide association study is an approach that involves rapidly scanning markers across the
complete sets of DNA, or genomes, of many people to find genetic variations associated with a
particular disease. Once new genetic associations are identified, researchers can use the information to
develop better strategies to detect, treat and prevent the disease. Such studies are particularly useful
in finding genetic variations that contribute to common, complex diseases, such as asthma, cancer,
diabetes, heart disease and mental illnesses (NGHRI, 2020, para. 1).

Next-Generation DNA Sequencing (NGS)

DNA sequencing establishes the order of the bases that make up DNA. Next-generation DNA
sequencing (abbreviated NGS) refers to the use of technologies for sequencing DNA that became
available shortly after the completion of the Human Genome Project (which relied on the first-
generation method of Sanger sequencing). Faster and cheaper than their predecessors, NGS
technologies can sequence an entire human genome in a single day and for less than 1,000.

Symptom science

A field of research focused on understanding the biological and behavioral mechanisms underlying
symptoms experienced by patients, such as pain, fatigue, and cognitive impairment.
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Translational research

Often described as “bench to bedside,” because it involves taking discoveries from basic science (the
bench) and applying them to clinical practice (the bedside).

Omics

The branches of science known informally as omics are various disciplines in biology whose names end
in the suffix -omics, such as genomics (https:/fen.wikipedia.org/wiki/Genomics), proteomics
(https://en.wikipedia.org/wiki/Proteomics), metabolomics (https://en.wikipedia.org/wiki/
Metabolomics), metagenomics (https://en.wikipedia.org/wiki/Metagenomics), phenomics
(https://en.wikipedia.org/wiki/Phenomics) and transcriptomics (https://en.wikipedia.org/wiki/
Transcriptomics). Omics aims at the collective characterization and quantification of pools of biological
molecules that translate into the structure, function, and dynamics of an organism or organisms. The
related suffix -ome is used to address the objects of study of such fields, such as the genome
(https://fen.wikipedia.org/wiki/Genome), proteome (https://en.wikipedia.org/wiki/

Proteome) or metabolome respectively (“Omics”, 2024, para. 1).

Attribution & References

ANA (2023) Nursing Competencies are © American Nurses Association. Reprinted with permission. All
rights reserved. Seek permission before reusing this portion of the page.

Except where otherwise noted, this page is adapted from:

* Talking Glossary of Genomic and Genetic Terms, Courtesy of: National Human Genome Research
institute (NGHRI), Public Domain with attribution.

* Symptom science and translational research definitions written by Andrea Gretchev
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5.2 GENOMIC RESEARCH IN NURSING

One of the best aspects of a nursing career is the diverse range of roles nurses can pursue, from direct patient
care to leadership positions and specialized areas such as research. This variety allows nurses to continually
grow and adapt in their careers, contributing to advancements in healthcare and improving patient outcomes
in numerous ways. Advanced practice nurses such as clinical nurse specialists, nurse educators, and nurse

practitioners typically have a research component to their role.

Role of Nurses

Nurses play a key role in genomic research by bridging the gap between complex scientific data and patient
care. There are many roles for nurses in research. They can contribute by participating in research studies,
collecting and managing genetic data, and ensuring ethical standards are upheld. There are many
opportunities for nurses to be part of research or simply to refer patients who may be eligible for particular

research projects.
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Nurses — Research Roles

Type of Research Role Description
s Laboratory g C
Bench Scientist Conducts lab-based research on biological and physiological processes.
Researcher

Symptom Symptom . . . . .

. L Studies patient symptoms to improve management and quality of life.
Science Scientist
Qualitative Qualitative Explores patient experiences and behaviors using interviews, focus groups,
Research Researcher and ethnography.
Quantitative Quantitative Uses statistical methods to test hypotheses and measure outcomes in clinical
Research Researcher trials and surveys.
Mixed Methods  Mixed Methods Combines qualitative and quantitative approaches for a comprehensive
Research Researcher understanding of research questions.
Clinical Clinical Research  Manages and coordinates clinical trials, ensuring ethical conduct and patient
Research Nurse recruitment.

Health Services

Health Services

Studies the organization, delivery, and financing of healthcare services to

Research Researcher improve systems and policies.
Implementation  Implementation . . .. .
. R Focuses on translating research findings into clinical practice.

Science Scientist

. . . Bioinformatics Analyzes biological data using computational tools to understand complex
Bioinformatics . .

Nurse biological systems.
. . Applies genomic information in clinical care, including genetic testing and

Genomics Genomics Nurse pprces g ? &8 &

counseling.

There is some excellent work being done in genomics research by nurse scholars that has impacts on clinical

practice, policy, the nursing workforce, healthcare system transformation, leadership, and education. The

following article provides an introductory overview of genomic approaches in nursing research. It reviews

essential concepts in genetics and genomics, provides an overview of the research process, and highlights

nursing studies that have used genomic technologies. The authors emphasize the potential of genomics to

advance nursing research and encourage nurses to incorporate genomics into their research practice. Nurse

researchers can utilize diverse methodologies and measurements, consider biological plausibility studies, case
studies, patient surveys, qualitative and quantitative research. Table 1 of the article also highlights commonly
utilized approaches to genomic analysis such as the more traditional candidate gene analysis, which can be
effective for investigating specific hypotheses, and a genome-wide association study (GWAS), which has
become increasingly favored due to advancements like Next-Generation Sequencing (NGS) technologies.
NGS allows for high-throughput sequencing of the entire genome, transcriptome, and epigenome, offering a

more detailed understanding of the intricate interplay between genetic factors and disease.

In order for nurses at the point-of-care to base their practices in current evidence, they must be research

consumers. Nurses learn how to critically appraise research and ensure they are accessing quality, peer
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reviewed, and current literature. It is critical to stay abreast of new evidence in this rapidly evolving area in

order to build and maintain genomic literacy.

Read

Bueser, T., Skinner, A., Bolton Saghdaoui, L., & Moorley, C. (2022). Genomic research: The landscape for
nursing. Journal of Advanced Nursing, 78(9), €99-e100. https://doi.org/10.1111/jan15396

Question for reflection

1. What steps can you take as a future nurse to stay informed about the latest developments
in genomics and their implications for nursing?

2. What is the difference between a GWAS and an EWAS (hint: you may need to consult an
external source to answer this)?

The Current State of the Science

Thomas et al. (2023) recently conducted a scoping review examining the progress made over the last decade in
nursing and midwifery genomics, demonstrating significant growth in the number of publications on the
subject. In order for the advances that have been made in genomic technology to truly benefit patients, nurses
need to focus on conducting research that generates clinically relevant evidence. The authors emphasize the
need for future research to move away from descriptive studies to interventional studies and implementation

research.

Symptom Science

Symptom science is a field of research focused on understanding the biological and behavioral mechanisms
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underlying symptoms experienced by patients, such as pain, fatigue, and cognitive impairment. This research
aims to identify the causes of these symptoms, develop effective interventions, and improve patient outcomes.
Symptom science is closely related to translational research, often described as “bench to bedside,” because
it involves taking discoveries from basic science (the bench) and applying them to clinical practice (the
bedside). By translating findings from laboratory studies into practical treatments and interventions,
symptom science helps bridge the gap between research and patient care, ensuring that new knowledge
directly benefits patients. By engaging in symptom science, nurses can develop and implement evidence-based
interventions that improve patient outcomes and quality of life. This field also empowers nurses to advocate
for patients, ensuring that symptom management strategies are personalized and effective, ultimately
enhancing the overall healthcare experience. To read more about advancing symptom science in a precision

health context, see Hickey et al. (2019) in the optional readings list at the end of this unit.

Omics

This article explores the use of “omics” measures in nursing science research to better understand the
biological determinants of health. The authors provide excellent examples of nursing genomics research into
health outcomes such as chronic lower back pain and variation in pain outcomes, irritable bowel syndrome,
the use of the microbiome in maternal health research, and how metabolomics, the study of chemicals
involved in biological function, is used to analyze the impact of dietary interventions on multiple sclerosis. As
in the other articles, the authors note the gap between “omics” and clinical practice and recommend
integrating “omics” content into core PhD and healthcare provider training. They emphasize the need to
educate a larger group of nursing scientists who are skilled in designing experiments, capturing data, and

analyzing data in combination with endophenotypic and phenotypic data.

Examples of research nurse scholars and scientists are involved in:

Read

Ferranti, E. P., Grossmann, R., Starkweather, A., & Heitkemper, M. (2017). Biological determinants of
health: Genes, microbes, and metabolism exemplars of nursing science. Nursing outlook, 65(5),
506-514. https://doi.org/101016/j.outlook.2017.03.013
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Question for reflection:

1. How do you envision incorporating knowledge of genomics, the microbiome, and
metabolomics into your future nursing practice?

Attribution & References

Except where otherwise noted, this content is written by Andrea Gretchev and licensed under CC BY-NC
4.0.

* First two sentences on the page are from Genomics in Nursing by Genomics Education Program, CC
BY-NC 4.0
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5.3 HUMAN GENETIC RESEARCH IN
CANADA AND INTERNATIONALLY

Ethical Practice for Human Genetic Research in Canada

While we will delve into the ethical, legal, and social aspects of genomics in a later unit, it is crucial to address
the ethical considerations that arise when discussing genomic research. These include special considerations
related to privacy and confidentiality of genomic data, complexities related to informed consent and the
unspecified future use of specimens (broad consent), underrepresentation in genomic data, equity and access
to genomic services, genetic discrimination, return of findings including incidental findings, cultural
considerations, ethical oversight, emerging treatments that pose ethical concerns, and genetic testing in
children. It is beyond the scope of this course to delve into all of these ethical issues. A brief review of select
issues will be provided as well as information on where to seek guidance to resolve ethical concerns. These
concerns are not specific to research in Canada. Globally, genomics research experiences the same ethical
issues. However, this chapter will focus on policy that guides human genetics research in Canada.

The Tri-Council Policy Statement: Ethical Conduct for Research Involving Humans (TCPS2 - 2022) is
the policy that governs research involving humans conducted by Canadian researchers under the three federal
funding agencies: the Canadian Institutes of Health Research (CIHR), the Natural Sciences and Engineering
Research Council of Canada (NSERC), and the Social Sciences and Humanities Research Council of
Canada (SSHRC). As a condition of funding, researchers must adhere to this policy. It is based upon the
Belmont Report (https://www.hhs.gov/ohrp/regulations-and-policy/belmont-report/index.html) and the
Nuremberg Code (https://research.unc.edu/human-research-ethics/resources/ccm3_019064/). It should
also be noted that TCPS2 (2022) uses the term “genetics.” For the purposes of this chapter, this should be
considered synonymous with “genomics.”

There are learning modules (https://tcps2core.ca/welcome) that all Canadian researchers complete in
order to conduct research in Canada and a certificate of completion can be downloaded.

Many of the chapters in the TCPS2 (2022) are specifically applicable to ethical issues arising from
genomics research, such as consent, privacy and confidentiality, and storage and use of human biological

materials. Additionally, chapter 13 is dedicated to human genetic research considerations.
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Read

Briefly Review: Chapter 13: Human Genetic Research in the TCPS2 (https://ethics.gc.ca/eng/
tcps2-eptc2_2022_chapter13-chapitre13.htmli#a).

This chapter focuses on the ethical conduct of human genetic research. It addresses the application of
core principles, management of information revealed through genetic research, genetic counselling,
and considerations for research involving families, communities, and groups. The chapter emphasizes
the importance of privacy, consent, and the potential social impacts of genetic research.

Questions for reflection:

1. How can nurses ensure that patients fully understand the implications of consenting to
genetic research, especially regarding privacy and potential future use of their genetic
information?

2. What strategies can nurses employ to address the ethical challenges that arise when genetic
research findings have implications for a patient’s family members or community?

3. Asnurses enter a healthcare landscape increasingly reliant on data, how can they advocate
for responsible and ethical use of data, especially concerning patient privacy and
confidentiality in the context of precision health?

Diversity in Genomic Research (NHGRI, 2023)

The code embedded within the human genome is complex, and genomics research has only scratched the
surface of determining everything there is to know about what makes us all different at the DNA level.
Historically, the people who have provided their DNA for genomics research have been overwhelmingly of
European ancestry, which creates gaps in knowledge about the genomes from people in the rest of the world.
Scientists are now expanding their data collection to better understand how genomics can be used to improve
the health and wellbeing of all people.

Based on work completed before and after the Human Genome Project, researchers found that the genome
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sequences of human populations have changed significantly over 250,000 years of our species’ expansion and
migration across the Earth. Even with the high degree of similarity between any two human genomes, enough
differences exist that it is not appropriate to use a single, or even a few, genomes to represent the world’s
populations. This highlights that the original human genome reference sequence, produced by the Human
Genome Project and based on just a handful of research participants, was just the starting point for human
genomics.

To address this limitation, efforts are underway to create human reference genome sequences that better
represent diverse populations. NHGRI funds the Human Pangenome Reference Program
(https://www.genome.gov/Funded-Programs-Projects/ Human-Genome-Reference-Program), which is

generating a collection of reference genome sequences that better represent human diversity.

Figure 5.1 The percentage of ancestry populations included in large-scale genomic studies is
overwhelmingly European(78%). 10% Asian, 1% Hispanic, 8.5% unreported, 2% African and 0.5% other
minorities. Source: courtesy: National Human Genome Research Institute, Public Domain with Attribution

How does studying diverse human genomes improve health
outcomes?

Every human has some baseline genetic risk of developing a given disease. Extensive research has been
performed to both understand and learn how to respond to these risks. In some cases, the same variant
consistently causes a disease (e.g., Huntington’s disease and cystic fibrosis), but this might not be the case for
more complex diseases (e.g., coronary artery disease, obesity, cancer and Alzheimer’s disease).

By including populations that reflect the full diversity of human populations in genomic studies,
researchers can identify genomic variants associated with various health outcomes at the individual and
population levels. This way, researchers can better define a person’s risk of developing a specific disease
(https://www.genome.gov/Health/Genomics-and-Medicine/Polygenic-risk-scores) and design a clinical
management strategy that is tailored to the individual. In addition, they can pursue genomic medicine

strategies that benefit specific populations.
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Why has enhancing diversity in genomics research been a
difficult task?

Increasing the representation of diverse participants in genomics research requires an investment of both
resources and time to intentionally establish trusting and respectful long-term relationships between
communities and researchers. To ensure that genomics research is both equitable and inclusive, it is crucial for
the genomics research workforce to reflect a similar diversity as the communities that the research is intended
to serve.

In the past, both inaccessible and insufficient communication left some research participants unclear about
the benefits of their participation and how their data would be used after the studies concluded. To overcome
this, researchers must seek to understand people’s reasons for not participating in genomic studies and to
communicate with participants in a more accessible manner. This can take additional time, effort and
resources, which may discourage some researchers from including these important, diverse populations in
their studies. However, such exclusion can lead to notable gaps in scientific understanding and potentially

reenforce existing disparities in genomics research.

Tracking Resource

The GWAS Diversity Monitor (https://gwasdiversitymonitor.com/) (Mills, 2020) is an interactive dashboard
that tracks the diversity of participants in all published Genome Wide Association Studies (GWAS).

What are some genomics research projects that are enhancing
the diversity?

Genomics researchers have initiated dozens of research projects to enhance the representation of research
participants in genomics research. These studies are addressing a variety of research topics, including the
effects of genomic diversity on disease risk, how to tailor genomic medicine for underrepresented
populations, the impact of genomics research on diverse and the history of the human population.

NIH’s A/l of Us (bttps://allofus.nib.gov/) Research Program is working to build a diverse health resource by
collecting genome-related data and other information from about 1 million people. The Global Alliance for
Genomics and Health (https://www.ga4gh.org/about-us/) (GA4GH) is developing a framework for storing,
analyzing and sharing genomic data among international researchers. The Human Cell Atlas
(https://www.humancellatlas.org/) aims to be a resource that includes in-depth information about all cell

types found in people across the world.
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How is NHGRI helping to improve diversity in genomics research?

NHGRI is dedicated to increasing diversity of the genomics workforce (https://www.genome.gov/about-
nhgri/leadership-initiatives/diversity-in-genomics-workforce). In addition, NHGRI supports projects that

work to increase the diversity of people participating in genomics research, including:

* The 1,000 Genomes Project (https://www.internationalgenome.org/) (2002 - 2015)
The most extensive public catalog of human variation and genomic data, with over 2,000 genomic
samples from 26 populations across the North and South America, Africa, Asia and Europe.

* Human Heredity and Health in Africa (H3Africa) (https://h3africa.org/) (2012 — 2022)
The largest pan-African genomic research consortium that investigates the genomics of disease in Africa.
The project also aims to build a sustainable African genomics research enterprise. This project is a
collaborative effort that also involves the NIH Common Fund, the Wellcome Trust and the African
Academy of Sciences.

* Polygenic Risk Score (PRS) Diversity Consortium (https://www.genome.gov/Funded-Programs-
Projects/Polygenic-Risk-Score-Diversity-Consortium) (2021 — 2027)
The consortium uses insights from genomic diversity to predict health and disease risk across diverse
populations using a PRS approach.

* Implementing Genomics in Practice (IGNITE) Network (https://www.genome.gov/Funded-Programs-
Projects/Implementing-Genomics-in-Practice-IGNITE) (2018 - 2022)
This network assesses approaches for real-world applications of genomic medicine in diverse clinical
settings.

* Electronic Medical Records and Genomics (eMERGE) Network (https://www.genome.gov/Funded-
Programs-Projects/Electronic-Medical-Records-and-Genomics-Network-eMER GE) (2020 — 2025)
This network establishes protocols and methodologies for improved genomic risk assessments for diverse

populations and to integrate their use in clinical care.

Unethical Research Conduct Consequences

Historical abuses of research ethics have led to a lack of trust in scientific research and medical systems. This
has led to the development of stricter policies guiding research ethics to protect participants and researchers.
Ethical guidelines draw particular attention to the protection of vulnerable subjects because history has
taught us that these populations are most easily exploited and have the most to lose. We will explore scientific
racism more in the unit on ethical, legal and social implications of genomics. However, it seems fitting to

include mention of this research history here.
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HelLa Cells: A Lasting Contribution to Biomedical Research

In 1951, Henrietta Lacks, a 31-year-old African-American
woman, went to Baltimore's Johns Hopkins Hospital to be
treated for cervical cancer. Some of her cancer cells began
being used in research due to their unique ability to
continuously grow and divide in the laboratory. These so-
called “immortal” cells were later named “Hel.a” after the
first two letters of Henrietta Lacks first and last name.

Since Ms. Lacks’ untimely death in 1952, Hel a cells have
been a vital tool in biomedical research, leading to an
increased understanding of the fundamentals of human
health and disease. Some of the research involving Hel.a
cells also served as the underpinning of several Nobel Prize
winning discoveries.

While Henrietta Lacks' story has been known in the
Figure 5.2 Source: National Institutes of  research community for some time, it raised further
Health Office of Science Policy, PDM L. .
awareness after the publication of the best-selling
book The Immortal Life of Henrietta Lacks (https://search.worldcat.org/title/The-immortal-life-of-

Henrietta-Lacks/oclc/326529053) (Skloot, 2010).

To honor Ms. Lacks' and her family’s continued support of biomedical research, NIH analyzed and
evaluated the scientific literature involving Hela cells and found over 110,000 publications that
cited the use of Hela cells between 1953 to 2018. This analysis further highlights the persistent
impact of Hela cells in science and medicine, proving that they have been a consistent, essential
tool that has allowed researchers to expand the knowledge base in fields such as cancer biology,
infectious disease, and many others.

This website aims to act as a transparent, accessible resource to the general public, scientific
researchers, and the Lacks’ family that is in keeping with the spirit of the historic 2013 NIH-Lacks
Family Agreement. NIH remains grateful to Henrietta Lacks and her family for the contributions of
Hela cells to science and medicine, and for her family's continued support of biomedical research.

Source: Hel a Cells: A Lasting Contribution to Biomedical Research courtesy of the NIH Office of
Science Policy.
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Figure 5.3 Hela timeline. Courtesy: National Human Genome Research Institute. Figure 5.3 image
description. Source: Image by Darryl Leja, NHGRI. PDM

Concept in Action: Henrietta Lacks

Use the bars on the bottom of the interactive slide show to navigate and watch the following videos,
or use the text links below to access the videos on YouTube.

Concept in Action: Henrietta Lacks (text version)
« Watch Henrietta Lacks: The ‘immortal’ cells that changed the world - BBC REEL (8 mins) on
YouTube (https://youtu.be/pgB1lgGp8BE)

« Watch Henrietta Lacks’ family settles with biotech company over cancer cells (2 min) on
YouTube (https://youtu.be/AENPGhVWBVE)

Source: Created by Andrea Gretchev, CC BY-NC 4.0 except where otherwise noted.

Here in Canada, the Nuu-chah-nulth case brought attention to the ethical concerns surrounding the use of
stored biological samples, especially those collected from indigenous communities. The Nuu-chah-nulth tribe
donated blood samples for research into the genetic causes of rheumatoid arthritis but later learned their
samples were used for unrelated research without their consent, which they considered an example of
exploitation. The tribe’s blood samples were collected by geneticist Ryk Ward at the University of British

Columbia, who took the samples with him when he left the university, continuing his research at the
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University of Utah and later at the University of Oxford. Ward shared data from the samples with
collaborators and published half a dozen articles based on his research. In response to the case, the University
of British Columbia and the University of Utah implemented new policies requiring researchers to obtain

consent for any new research conducted on stored samples.

Special Considerations for Genomics Research with Indigenous
Populations

The article below focuses on consultations with First Nations communities in northern British Columbia
regarding the establishment of a First Nations biobank for use in genomic health research. Some key ethical
considerations that emerged in the consultations were: the need to rebuild trust in research among First
Nations communities, the need to incorporate cultural safety and traditional knowledge into all stages of the
biobank’s development and implementation, the importance of ensuring First Nations ownership and
control of the biobank and all research undertaken using its materials, and the need for comprehensive and

culturally sensitive consent processes.

Read

Caron, N. R., Adam, W., Anderson, K., Boswell, B. T., Chongo, M., Deineko, V., Dick, A, Hall, S. E.,
Hatcher, J. T., Howard, P., Hunt, M., Linn, K., & O'Neill, A. (2023). Partnering with First Nations in
Northern British Columbia Canada to reduce inequity in access to genomic research. International
Journal of Environmental Research and Public Health, 20(10), 5783-. https://doi.org/10.3390/
ijerph20105783

Other important work being done to protect the rights and interests of Indigenous Peoples include the Silent
Genomes Project (https://www.bcchr.ca/silent-genomes-project)is a collaborative effort involving various
partners, including the First Nations, Inuit, and Métis communities, and is led by experts in the field of
genomics and Indigenous health. It is aimed at reducing health care disparities, and improving diagnostic
success and health outcomes for Indigenous children in Canada with genetic diseases. Some key aspects of the
project include addressing health inequities, Indigenous governance, creating an Indigenous biobank and

variant library, and providing culturally safe genomic testing.
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Concept in Action: First Nations Principles of ocAap™

Research with Indigenous Peoples should follow the principles of OCAP® which “asserts that First
Nations alone have control over data collection processes in their communities, and that they own and
control how this information can be stored, interpreted, used, or shared” (First Nations Information
Governance Centre, 2024, para. 2).

Watch Understanding the First Nations Principles of 0CAP™ : Our Road Map to
Information Governance (6 min) on YouTube (https://youtu.be/y32aUFVfCMO) to learn
about these principles.

Image Description

5.3 HeLa Timeline: Henrietta Lacks

The world owes much to Henrietta Lacks. Henrietta Lacks was an African American woman whose cells were
rem